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Review and perspective: Function of intestinal microbiota

in aquatic animals

ZHANG Mei-ling, DU Zhen-yu
(Laboratory o f Aquaculture Nutrition and Environmental Health (LANEH), School of Life Sciences ,
East China Normal University , Shanghai 200241, China)

Abstract; The digestive tracts of vertebrates harbors complex assemblages of bacterial commu-
nity, which play important roles in nutrient absorption, immune regulation and epithelial devel-
opment in the host. Although aquatic animals represent the biggest taxonomic and ecological di-
versity, our knowledge about their intestinal bacteria composition and function is limited. This
paper summarizes the recent progress in the research of intestinal bacteria, including the factors
influencing the intestinal microbiota assemble, features of the intestinal microbiota in aquaculture
and the relationship between the host and the intestinal bacteria,and suggestes the significance
and perspective of microbial ecology in aquaculture in future.
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BE L rp A B A 2 S 3X 6 R PR AR 55 1 R B R (Deymke) /N G £ A 2 5 R
K (Mcm2 , Mcm3 , Mcmb Fl Mem6) , 2R 5 & &Y W3 4(Orcd D) , B8 58 41 M AZ LR (Pena)
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