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Abstract: We compared the removal rate of total nitrogen in urban rivers with three
kinds of media (biochar, felt, and non-woven fabric). After 84 days in operation, it was
found that non-woven fabric increased the removal rate of total nitrogen by 23.4% over the

control group; felt increased the removal rate of total nitrogen by 13.9% over the control
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group; and biochar had a poor effect on total nitrogen removal. The microbial diversity
and community composition of different media-enhanced groups were then systematically
explored; the results showed that non-woven fabric can significantly increase microbial
diversity and abundance. Moreover, proteobacteria, which is related to nitrogen conversion,
was found to be significantly higher in the non-woven fabric group than the felt and biochar
groups, especially the abundance of denitrifying bacteria (Azospirillum, Thiobacillus, and
Azoarcus). The abundance of methanogen, which is in competition with the denitrifying
bacteria Syntrophorhabdus, was found to be lower in non-woven fabric than in the control
and biochar groups. The microbial flora structure of the felt group showed a similar trend
to that of the non-woven fabric group, but the abundance of denitrifying bacteria was lower.
The microbial community composition of the biochar group was the most similar to that
of the control group. It is speculated that non-woven fabric has better biocompatibility
than other groups; this is beneficial for biofilm formation and thereby promotes the growth
of denitrifying bacteria. In a comprehensive comparison, non-woven media materials are
more conducive to the removal of total nitrogen in urban rivers.

Keywords: media; urban river; total nitrogen reduction; microbial action
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Tab. 1 Main water quality indicators of overlying water
pH DO/(mg'L™') COD/(mgL™') #H&/(mgL™!) % /(mgLl™1) BR/(mg- L™
5~6 5.1~6.0 45.13~55.13 1.08~3.08 3.2~5.2 7.87~9.87
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Fig.1 Location of the Lidianpu River and the sampling sites
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Tab. 2 Primers used in high-throughput sequencing and real-time PCR, analysis
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Fig.3 Dynamic changes (a) and performance comparison (b) of total nitrogen removal with

three kinds of media in urban rivers
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Fig.4 Bacterial community composition at the phylum level in different kinds of media
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Fig.5 Bacterial community composition at the gene level in different kinds of media
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Tab. 3 Microbial abundance and diversity of each experimental group

FEA 44 T Shannonff4l ACE#R¥# Chaol#5%k Simpson
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AL 6.291 225 62 804.313 9 32 652.224 69 0.013 037
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Fig.6 Changes and comparison of microbial populations in different kinds of media
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